PEM database

QC report

Top scoring motifs for Assay 14330
Protein ID: pTH15524.1 Gene: OCT4/POU5SF1 Domain: Homeobox Flag: Passed Array: 1M-ME

8 mer E-scores for probeset ‘all’ 8 mer Z-scores for probeset 'all'
Forward: Reverse: Forward: Reverse:

Top 10 Scores Alignment Top 10 Scores Alignment
TATGCATA 0.46056 TATGCATA---- TATGCATA 9.42594 TATGCATA----
ATGCATAA 0.42361 -ATGCATAA- - - ATGCATAA 6.34376 -ATGCATAA- - -
CATAATTA 0.40298 ----CATAATTA ATGCAAAG 5.91097 -ATGCAAAG- - -
ATGCAAAG 0.39796 -ATGCAAAG- - - CATAATTA 5.53219 ----CATAATTA
ATTTAAAT 0.39771 -ATTTAAAT - - - TGCATAAA 5.32235 - -TGCATAAA- -
AATTAATT 0.38945 AATTAATT-- - - AATTAATT 4.72476 AATTAATT-- - -
CTAATTAA 0.37949 - -TTAATTAG- - ATTTAAAT 4.60805 -ATTTAAAT - - -
ATTATGCA 0.37923 - -TGCATAAT- - TATGCAGA 4.57327 TATGCAGA- - - -
TGCATAAA 0.37652 --TGCATAAA- - ATAAAAAA 4.56964 -ATAAAAAA- - -
ATATGCAT 0.37541 -ATGCATAT- - - CTAATTAA 4.53971 - -TTAATTAG- -



