PEM database

QC report

Top scoring motifs for Assay 13417
Protein ID: pTH13956.2 Gene: CCDC17 Domain: zf-=C2H2 Flag: Reject Array: 1M-HK

8 mer E-scores for probeset ‘all’ 8 mer Z-scores for probeset ‘all'
Forward: Reverse: Forward: Reverse:
AIAQAL[ T ATIAA%AIAT A;A%AAIAIé IAAgelé
Top 10 Scores Alignment Top 10 Scores Alignment

TTTATAAA 0.44377 ----TTTATAAA- AACTAGTT 3.20200 AACTAGTT- -
ATAACGTA 0.43643 ----TACGTTAT- AATATTAA 3.01470 - -AATATTAA
AAACGTTT 0.43586 - - -AAACGTTT- - AACGTATT 3.00047 AATACGTT- -
TACACACA 0.42620 ----TACACACA- AAACGTTT 2.90933 -AAACGTTT-
ATTATAAT 0.42544  ----- ATTATAAT AAATATAT 2.90131 -ATATATTT-
ATACGTTA 0.41525 ---ATACGTTA- - GATTTGTA 2.78882 GATTTGTA- -
AACGTTTG 0.41446 - -CAAACGTT-- - ATAACGTA 2.78467 - -TACGTTAT
ACGTATTA 0.40925 -TAATACGT- - - - ATACGTTA 2.77535 -ATACGTTA-
AGTATACT 0.40723 AGTATACT----- ACACAATA 2.76380 -ACACAATA-
ACATTACT 0.40578  ----- ACATTACT AACACATA 2.74835 TATGTGTT- -



