QC report

Top scoring motifs for Assay 13727
Gene: PA2G4A.FL. Domain: Unknown Flag: Reject Array: 1IM-ME

8 mer E-scores for probeset 'all'

Protein ID: pTH14311.1

Forward:

Top 10

TAAATTTA
ATGTACAT
AATTTCCA
ATATTTAC
AATGCATT
AATTCGAA
TAACGAAA
GTATAATA
AACAACGT
AAACGTTT

Reverse:

Scores

[coNoNoNoNoNoNoNoRol

.41660
.41378
.39299
.38929
.38795
.38283
.37830
.37678
.37560
.37542

PEM database

Alignment

-TAAATTTA- - -
- - - -ATGTACAT
- - -AATTTCCA-
- -ATATTTAC- -
- - -AATGCATT-
- -AATTCGAA- -
-TAACGAAA- - -
GTATAATA- - - -
AACAACGT- - - -
-AAACGTTT- - -

8 mer Z-scores for probeset 'all'

Forward:

Reverse:

xA AIIIéQA TTIAééI Ia

Top 10

TAAATTTA
ATGTACAT
AATTTCCA
ATATTTTA
CATGTACA
AATTCGAA
AACATGTT
ATATTTAC
GTTGCAAC
ATTTGTAA

Scores

R T R

.91740
.76937
.36893
.29521
.21092
.18957
.11150

10819

.07699
.05518

Alignment

-TAAATTTA- - -
- - - -ATGTACAT
---AATTTCCA-
--ATATTTTA- -
- - -CATGTACA-
TTCGAATT- - - -
-AACATGTT- - -
- -ATATTTAC- -
--GTTGCAAC- -
--ATTTGTAA- -



