QC report

Top scoring motifs for Assay 13729

Protein ID: pTH14313.1

Gene: PCGF6.FL Domain: Unknown

8 mer E-scores for probeset 'all'

Forward:

IAAéléé

Top 10

ATGTTATA
ATAAATAA
AAACCAAC
TGAAAACA
TACTTATA
CTAAGTAA
AGACTTAC
GTACTTTA
CTTACTTA
CTGACTAC

PEM database

Reverse:

Scores

[clcoNoNoNoNoNoNoNoRol

.35728
.35357
.35227
.34930
.34729
.34666
.34066
.33882
.33882
.33822

Alignment

---ATGTTATA
-ATAAATAA- -
- - AAACCAAC-
~TGAAAACA- -
TATAAGTA- - -
-CTAAGTAA- -
-GTAAGTCT- -
-TAAAGTAC- -
- -TAAGTAAG-
-CTGACTAC- -

Flag: Reject Array: 1IM-ME

8 mer Z-scores for probeset 'all'

Forward:

Reverse:

Ta A ac 1. T+A

Top 10

AAACCAAC
TGAAAACA
AGACTTAC
TCTGCAGA
ACGTATAC
ATGTTATA
ACTCTACA
TATAAATA
ACATATAT
CATATATG

Scores

AAEADAEPEIAEDAED

86340
50619
47725
45339
28070
27694
18693
10877
08547
04638

Alignment

---AAACCAAC
- -TGAAAACA-
- --AGACTTAC
- -TCTGCAGA-
-GTATACGT - -
- -TATAACAT -
ACTCTACA- - -
- -TATAAATA-
---ACATATAT
- -CATATATG-



