PEM database

QC report

Top scoring motifs for Assay 13881
Protein ID: pTH14277.1 Gene: TERF1 Domain: Myb DNA-binding Flag: Reject Array: 1M-ME

8 mer E-scores for probeset ‘all’ 8 mer Z-scores for probeset 'all'
Forward: Reverse: Forward: Reverse:
¢A.osAcach TereTax.Ta TAC
Top 10 Scores Alignment Top 10 Scores Alignment
CCCGCCCA 0.34565 ---CCCGCCCA AGGGTAAA 4.35139 - - -AGGGTAAA-
TACACACA 0.33367 ---TACACACA GTTGATGA 4.23607 --GTTGATGA- -
CAATTACG 0.32440 -CAATTACG- - GTTTCTGA 4.20847 --GTTTCTGA- -
CTCTTTAC 0.32429 GTAAAGAG- - - CGGGGCGA 4.20620 - -CGGGGCGA- -
AGATAGAT 0.32010 - -AGATAGAT - TAATCATA 4.16514 - -TATGATTA- -
CATCAAAG 0.31445 - -CATCAAAG- CCAACTTC 4.02642 - -GAAGTTGG- -
ACcCTCCC 0.31400 --ACCCTCCC- CAGACCAC 4.02152 ---CAGACCAC-
CCTAATAC 0.31398 CCTAATAC- - - ACACACTA 4.01069 - ---TAGTGTGT
AAACACAC 0.30897 - -AAACACAC- ATCGATAC 3.98204 GTATCGAT- - - -
TAAATGAA 0.30626 -TAAATGAA- - GATCGATA 3.98204 -GATCGATA- - -



