PEM database

QC report

Top scoring motifs for Assay 13893
Protein ID: pTH14345.1 Gene: THAP11.DBD Domain: THAP Flag: Reject Array: 1IM-ME

8 mer E-scores for probeset 'all' 8 mer Z-scores for probeset ‘'all'
Forward: Reverse: Forward: Reverse:
A ,LTAATA TAITAAA - A éAAIAQ TIAI,II x
Top 10 Scores Alignment Top 10 Scores Alignment

AAGAAAAA 0.37446 -TTTTTCTT- - AGTACAGG 7.42010 - - --AGTACAGG-
TACTTTAA 0.37027 TACTTTAA- - - ACTTTAAT 6.63003 - - - -ATTAAAGT -
ATAAATAA 0.36206 - - -ATAAATAA AAATGAAT 6.55727 - - -AAATGAAT - -
AGTACAGG 0.35056 -CCTGTACT- - TATAAATA 6.33814 TATAAATA- - ---
AAGCAGAA 0.35043 AAGCAGAA- - - ACTAATAC 6.31636 -ACTAATAC-- - -
AAATGAAT 0.34646 -AAATGAAT - - AAACCCAC 6.21025 ---AAACCCAC- -
ACTTTAAT 0.34569 -ACTTTAAT- - ATAATATA 5.99389 - -ATAATATA- - -
GTATAATA 0.34433 - -GTATAATA- TGTTGTAA 5.9e707  ----- TTACAACA
CACCAATA 0.34177 - -CACCAATA- AAATACAC 5.89062 - - -AAATACAC- -
CTTTATTA 0.33986 --CTTTATTA- AGGTGATA 5.88143 AGGTGATA- - - - -



