QC report

Top scoring motifs for Assay 13911
Protein ID: pTH14347.2 Gene: THAP4 Domain: THAP Flag: Reject Array: 1M-HK

8 mer E-scores for probeset 'all'
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CACCACTA
ACAATAAG
AAAAATAA
ACAGAAAT
AAAGTCTG
AGTTTTTC
CAACAAAC
GGGCCACA
ATACAAAT
CATATCCA

PEM database

Reverse:

Scores

[eNcNoNoNoNoNoNoNoNo)

.34287
.33517

33246

.32979
.32465
.32105
.31813
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.31308
.31192
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Alignment

- ---CACCACTA-
- - -ACAATAAG- -
----- AAAAATAA
- - -ACAGAAAT- -
----CAGACTTT-
- - -GAAAAACT - -
- - -CAACAAAC- -
GGGCCACA- - - - -
- - -ATACAAAT- -
- - - -TGGATATG-

8 mer Z-scores for probeset 'all'
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Top 10

CACCACTA
CATATCCA
TAGTGTAA
CGGTAGCA
GGGTACAC
CTTGCAAG
CAACAAAC
GGGAAATA
TCACGTCA
AGTTTTTC

Reverse:

Scores
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04112
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69285
63362
60763
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51217
46901
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40758
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Alignment

TAGTGGTG- - -
-TGGATATG- -
TAGTGTAA- - -
---TGCTACCG
--GTGTACCC-
-CTTGCAAG- -
GTTTGTTG- - -
- -GGGAAATA-
TCACGTCA- - -
-AGTTTTTC- -



