QC report

Top scoring motifs for Assay 13961
Protein ID: pTH14349.2 Gene: THAP5 Domain: THAP Flag: Reject Array: 1M-HK

8 mer Z-scores for probeset 'all'

8 mer E-scores for probeset 'all'
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Alignment

TTAATTTA-----
- -AATAAAAA- - -
- -AATATAAA- - -
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Alignment

-AATAAAAA - -
-AATAAATT- -
- - -TAAATTAA
-AACTAGTT- -
- -ATAAATTA-
- - ACAAATAT -
- -ATAATTTC-
-AATATAAA- -
- CAAATATG- -
TTGTAAAA- - -



