PEM database

QC report

Top scoring motifs for Assay 14324
Protein ID: pTH14319.4 Gene: PURB.FL Domain: Unknown Flag: Reject Array: 1M-HK

8 mer E-scores for probeset ‘all’ 8 mer Z-scores for probeset ‘all'
Forward: Reverse: Forward: Reverse:
(A:AAQCQACQ—A.— ¥ TI A:[IT AAQC ACQ = T AI$
Top 10 Scores Alignment Top 10 Scores Alignment
AACCCACC 0.44083 -AACCCACC- AAACCGAC 25.68144 AAACCGAC- - - -
AAACCGAC 0.43910 AAACCGAC- - CGTGGGTC 19.60499 -GACCCACG- - -
CAACCCAC 0.43068 CAACCCAC- - GACCAACC 19.59874 -GACCAACC- - -
AATCCACC 0.42680 -AATCCACC- ACCAACCT 17.47566 --ACCAACCT- -
GACCAACC 0.42635 -GACCAACC- GGACCTAC 17.18742 GGACCTAC- - - -
AGCCCACA 0.42615 -AGCCCACA- AGCCCACA 16.59319 -AGCCCACA- - -
AAACCCAC 0.41881 AAACCCAC- - GACCTACC 15.77785 -GACCTACC- - -
ACCAACCT 0.41300 - -ACCAACCT AATCCACC 14.52614 -AATCCACC- - -
ACCAACCA 0.41211 - -ACCAACCA ACCTACCC 14.39406 - -ACCTACCC- -
ACCCACCA 0.40818 --ACCCACCA CCACCATA 13.56932 ----CCACCATA



