PEM database

QC report

Top scoring motifs for Assay 14325
Protein ID: pTH14327.5 Gene: SMYD3.FL Domain: Unknown Flag: Reject Array: 1M-HK

8 mer E-scores for probeset ‘all’ 8 mer Z-scores for probeset ‘all'
Forward: Reverse: Forward: Reverse:
IAIA A I l__ATA IAIAAQ Fal-ATA
Top 10 Scores Alignment Top 10 Scores Alignment
TCTCGAGA 0.41884 ---TCTCGAGA- - TCTCGAGA 5.63272 ---TCTCGAGA-
GATATGTA 0.38718 - - -GATATGTA- - CAACAAAC 5.38055 - ---CAACAAAC
ATTATAAT 0.38464 ---ATTATAAT - - ACACGTAT 5.33579 ACACGTAT- - - -
ACACGTAT 0.38282 ACACGTAT----- GCTATAAA 5.02424 ---GCTATAAA-
CTAATATA 0.37138 - - -CTAATATA- - CTAATATA 4.97448 - - -CTAATATA-
CATAGACA 0.36705 -TGTCTATG- - - - CATTATAG 4.72356 - - - -CTATAATG
GCTATAAA 0.36603 - - -GCTATAAA- - ATATAACA 4.70643 ----ATATAACA
GATTAATA 0.36171 |  ----- TATTAATC CATAGACA 4.69868 -TGTCTATG- - -
TACACACA 0.358%4 | @ ----- TACACACA GATATGTA 4.66092 - --GATATGTA-
CTAAACTA 0.35412 - ---CTAAACTA- ATTATAAT 4.65267 ---ATTATAAT-



